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Introduction 
Low abundance protein quantification by LC/MS is often dependent on protein purification followed by 
digestion into proteotypic peptides. QuicPrep enables rapid protein enrichment and proteolytic cleavage 
to be performed in a single, easy to use reactor. Add your antibody and sample, incubate, wash away 
non-bound materials, add digest buffer and heat. Starting with plasma, purified peptides are ready for 
analysis by LC/MS in roughly 3 hours (depending on the protein). 
 
Workflow 
QuicPrep combines an affinity selector with new heat activated temperature stable trypsin. The enzyme 
is kept inactive during selection, activated by means of increased temperature and remains active under 
protein denaturing conditions. 
 

1. Aliquot 30uL QuicPrep resin (slurry) to each tube or well 
2. Add sample and biotinylated antibody 
3. Incubate 
4. Rinse samples with wash buffer and decant 
5. Add digestion buffer and heat to 70°C 
6. Centrifuge/magnetically separate and decant 
7. Analyze 

 
Materials 

 Perfinity QuicPrep Resin 

 96 LoBind 1.5mL Centrifuge Tubes* 

 QuicPrep Wash Buffer 

 QuicPrep Digest Buffer** 
*May vary depending on the product number ordered 

**It is important to note that the buffer used for QuicPrep Digestion contains various salts (e.g., Tris, 

CaCl2). Results have shown that with trypsin these salts are needed to maintain specificity and activity. 

As such, it is important to employ a divert valve as part of the LC/MS method. Alternatively, an offline 

desalting procedure (e.g. SPE) can be used.  

 

Materials recommended but not provided 

 Biotinylated antibody or capture moiety 

 Magnetic bead separation device (for Mag QuicPrep kits) 

 Eppendorf ThermoMixer C 
 
A heater/shaker is required but sold separately. The recommended heater/shaker unit is an Eppendorf 
ThermoMixer C outfitted with a 1.5mL block and a heated lid. The part numbers for these items are 
listed below. Please contact either Perfinity or your local Eppendorf sales representative for additional 
information. 



 

1.5mL Format 
 

Description Part Number 

ThermoMixer C w/o thermoblock 5382000023 

1.5 mL, thermoblock for 24 × 1.5 mL tubes 5306000038 

ThermoTop with condensation protection technology 5308000003 

 
Alternatively, a PCR Block with shaking for the digestion step. The corresponding part numbers for this 
set-up are listed below.  
 

Description Part Number 

ThermoMixer C w/o thermoblock 5382000023 

Eppendorf SmartBlock PCR 96 for PCR plates including lid 5306000006 

ThermoTop with condensation protection technology 5308000003 

 
Application 
In order to demonstrate the utility of the QuicPrep technology an assay for the quantification of IgG in 
mouse plasma was developed. The peptide being monitored is TTPPVLDSDGSFFLYSK. This peptide is 
unique to humanized monoclonal antibodies and is frequently monitored in support of preclinical 
bioanalysis. 
 
Optimizing Digestion Time 
Optimal digestion time for IgG was determined by 
dispensing 200uL of 1ug/mL human IgG, in each of 8 
QuicPrep wells. The samples were vortexed then 
placed into the heated block set to 70°C. Samples were 
removed at 15 minute intervals, centrifuged, decanted, 
the resulting peptides collected and analyzed by 
LC/MS. It was determined that the digestion of IgG 
reaches completion after 60 minutes.  
 
Optimizing Capture Time 
Next, optimization of capture time was determined by 
dispensing 400uL of mouse plasma containing 1ug/mL 
human IgG as well as 3ug biotinylated anti-human IgG 
into each of 8 QuicPrep tubes. The samples were 
placed into a shaker at room temperature. Samples 
were removed at 15 minute intervals and quadruple 
rinsed. Following the addition of digest buffer, samples 
were digested at 70°C for 60 minutes. Samples were 
then centrifuged, decanted, the resulting peptides 
collected and analyzed by LC/MS. It is clear that the 
capture of IgG reaches completion after 60 minutes. 
Establishing Linearity and Reproducibility 



 

 
Using the capture and digestion conditions determines above, linearity was established by monitoring 
concentrations ranging from 5ng/mL to 1.6ug/mL human IgG in mouse plasma. With the Mag QuicPrep 
kits, magnetic separation may be used instead of centrifugation. 
 
Figure 2: Validation of IgG quantitation in mouse plasma 
  
 

 
 
 
 
 
 
 
 
 
 
 
 
 

 

IgG concentration (ng/mL) 

 
5 15.8 50 158 500 1580 

Front 3655 10095 29321 89187 252593 656136 

Back 5348 11307 28060 89623 258249 725835 
 

Standardization/Quality Control 
To ensure the highest level of performance and reproducibility each lot of QuicPrep materials is tested 
and standardized for both loading capacity as well as activity.  
 
Discussion 
There has long been a need for a robust, standardized preparation technique that enables quantification 
of proteins in various matrices and rapid qualification of purified proteins. QuicPrep enables a dramatic 
simplification of the digestion process. Complete digestions ensure maximum sensitivity, method 
development can be performed in hours instead of days and the final workflow is reproducible, simple 
and fast.  

 
Ordering Information 

 
www.perfinity.com/QuicPrep 

 
www.perfinity.com                   Toll free phone: 888.775.1026   Email: info@perfinity.com 

 
*The data presented here was produced using QuicPrep. Mag QuicPrep has shown identical binding capacity , recovery, and digestion. 

 
5 50 500 

R1 5262 27972 279661 

R2 4496 28076 279155 

R3 4416 30074 284410 

R4 4087 29392 272466 

R5 4301 30199 268620 

R6 4101 28610 270032 

R7 4004 30550 267826 

R8 3714 29413 270273 

Average 4297.625 29285.75 274055.4 

StDev 461.8679 980.324 6164.598 

CV (%) 10.74705 3.347444 2.249399 
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